chimeric RNA MS2-OIP5-AS1 (or a control vector that only expressed the MS2 RNA hairpins) and one that expressed a MS2-GST fusion protein. GSH beads were then used to pull down the MS2 complex from cell lysates, thereby capturing MS2-OIP5-AS1 and molecules bound to it. Associated mRNAs were then identified by RT-qPCR analysis, including a negative control (GAPDH mRNA), a positive control (GAK mRNA), and other mRNAs that were found enriched by microarray analysis. Data are the means + S.E.M. from three independent experiments. 
Supplementary

OIP5-AS1-F TGCGAAGATGGCGGAGTAAG
OIP5-AS1-R TAGTTCCTCTCCTCTGGCCG
GAK-F CACCAACCTCAAGGACACCT
GAK-R TGACTCCACACCTTCTGCTG
GAK-2-F CTGCAGGTGAACCCGGAGGAGC
GAK-2-R CCAAGCTTCTAATACGACTCACTATAGGGAGAACCCCGTGTGGAACTGAATCTGGA
HELLS-F AGAGGTCACAAGGTGCTGCT
HELLS-R AAGACATGGACCCATCAAGC
POLG-F CAACCCCTAGCTCTGACTGC
POLG-R GAGGCAGCTTGAAAAACCAG
SIRT1-F TCAGTGGCTGGAACAGTGAG
SIRT1-R AGCGCCATGGAAAATGTAAC
GAPDH-F TGCACCACCAACTGCTTAGC
GAPDH-R GGCATGGACTGTGGTCATGAG
18S-F CGAACGTCTGCCCTATCAACTT
18S-R ACCCGTGGTCACCATGGTA
Forward (F) and reverse (R) primers used in this study are named by the transcript they amplify.
